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— AIm

— Background

Adaptive laboratory evolution (ALE) has been used to modulate the phenotype of
insect cells during Virus-Like Particles (VLPs) production®2. However, little is known Understand the impact of
on the underlying biological mechanisms essential for improved production of
Influenza VLPs. This study Is focused on identifying gene expression differences
between adapted and non-adapted cells during HA-VLPs production using phenotype via RNA-seq
transcriptome analysis (RNA-seq), paving the way for rational cell and/or bioprocess
engineering.
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